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□ l: AJ245661. Reports Homo sapiens mRNA... [gi:5725249] 
Features Sequence 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
JOURNAL 

REFERENCE 
AUTHORS 



JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



AJ245661 3998 bp mRNA linear PRI 15-APR-2005 

Homo sapiens mRNA for G7 protein (G7 gene located in the class III 
region of the major histocompatibility complex. 
AJ245661 

AJ245661.1 GI:5725249 
G7 gene; G7 protein. 
Homo sapiens (human) 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Haplorrhini; 
Catarrhini; Hominidae; Homo. 
1 

Sargent, C. A. , Dunham, I. and Campbell, R.D. 

Identification of multiple HTF-island associated genes in the human 
major histocompatibility complex class III region 
EMBO J. 8 (8), 2305-2312 (1989) 

2477242 



Department of Biochemistry, MRC 



01avesen,M.G. 

Thesis (1993) University of Oxford, 
Immunochemistry Unit 
3 

Albertella,M.R. , Jones, H. , Thomson, W. , 01avesen,M.G. and 
Campbell, R.D. 

Localization of eight additional genes in the human major 
histocompatibility complex, including the gene encoding the casein 
kinase II beta subunit (CSNK2B) 
Genomics 36 (2), 240-251 (1996) 

3 8124 50 
4 

Albertella,M.R. 

Thesis (1997) University of Oxford, Department of Biochemistry, MRC 

Immunochemistry Unit 

5 (bases 1 to 3998) 

Aguado , B . 

Direct Submission 

Submitted (05-AUG-1999) Aguado B., HGMP Resource Centre, MRC, 
Genome Campus, Hinxton, Cambridge, CB10 1SB, UNITED KINGDOM 
Location/Qualifiers 
1. .3998 

/organism="Homo sapiens" 
/mol_type= "mRNA" 
/ db_xr e f = " t axon : 960 6 " 
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/chromosome= " 6 " 

/map=" 6p21.3" 
9.®DJS 1 • -3 998 

/gene="G7" 
CDS 57.. 2612 

/gene="G7" 

/function= "unknown" 

/note="similar to Mut S family of mismatch repair 

proteins" 

/codon_start=l 

/product="G7 protein" 

/protein_id= " CAB524 06. 1 " 

/db_xref ="GI : 5725250 " 

/db_xref = "GOA: Q9UMP2 " 

/db_xref = "HSSP : Q562 15 " 

/db_xref = " InterPro : IPR000432" 

/db__xref = " InterPro : IPR0Q 7696 " 

/db_xref=" InterPro: 

/db_xref = "UniProtKB/TrEMBL : Q9UMP2 " 

/ translation= "MASLGANPRRTPQGPRPGAASSGFPSPAPVPGPREAEEEEVEEE 
EELAEIHLCVLWNSGYLGIAYYDTSDSTIHFMPDAPDHESLKLLQRVLDEINPQSWT 
SAKQDENMTRFLGKLASQEHREPKRPEIIFLPSVDFGLEISKQRLLSGNYSFIPDAMT 
ATEKILFLSS I I PFDCLLTPPGDLRFTPI PLLI PSQVRALGGLLKFLGRRRIGVELED 
YNVSVPILGFKKFMLTHLVNIDQDTYSVLQIFKSESHPSVYKVASGLKEGLSLFGILN 
RCHCKWGEKLLRLWFTRPTHDLGELSSRLDVIQFFLLPQNLDMAQMLHRLLGHIKNVP 
LILKRMKLSHTKVSDWQVLYKTVYSALGLRDACRSLPQSIQLFRDIAQEFSDDLHHIA 
SLIGKWDFEGSLAENRFTVLPNIDPEIDEKKRRLMGLPSFLTEVARKELENLDSRIP 
SCSVIYIPLIGFLLSIPRLPSMVEASDFEINGLDFMFLSEEKLHYRSARTKELDALLG 
DLHCEIRDQETLLMYQLQCQVLARAAVLTRVLDLASRLDVLLALASAARDYGYSRPRY 
SPQVLGVRIQNGRHPLMELCARTFVPNSTECGGDKGR-VKVITGPNSSGKSIYLKQVGL 
ITFMALVGSFVPAEEAEIGAVDAIFTRIHSCESISLGLSTFMIDLNQVAKAVNNATAQ 
SLVLIDEFGKGTNTVDGI^LAAVLRHWIjARGPTCPTVFVATNFLSLVQLQLLPQGPL 
VQYLTMETCEDGNDLVFFYQVCEGVAKASHASHTAAQAGLPDKLVARGKEVSDLIRSG 
KPIKPVKDLLKKNQMENCQTLVDKFMKLDLEDPNLDLNVFMSQEVLPAATSIL" 
polyA signal 3950. .3955 
/gene="G7" 

ORIGIN 

1 ggcggtcggt cagcggggcg 
61 cctccttagg agcgaaccca 

121 ccggcttccc cagcccggcc 

181 aggaggagga ggagctggcc 

241 gcattgccta ctatgatact 

301 acgagagcct caagcttctc 

361 cgagtgccaa acaggatgag 

421 acagagagcc taaaagacct 

481 taagcaaaca acgcctcctt 

541 ctgagaaaat cctcttcctc 

601 gagatttaag atttaccccg 

661 ggctgctgaa gttcctgggt 

721 gcgtccccat cctgggcttt 

781 acacttacag tgttctacag 

841 ccagtggact gaaggagggg 

901 ggggagagaa gctgctcagg 

961 gttctcgtct ggacgtcatt 
1021 tgctgcatcg gctcctgggt 
1081 tgtcccacac caaggtcagc 
1141 gcctgaggga tgcctgccgc 
1201 aagagttctc tgatgacctg 
1261 agggcagcct tgctgaaaat 
1321 agaaaaagcg aagactgatg 



ttctcccacc tgtagcgact 
aggaggacac cgcagggacc 
ccagtgccgg gccccaggga 
gagatccatc tgtgtgtgct 
agtgactcca ctatccactt 
cagagagttc tggatgagat 
aatatgactc gatttctggg 
gaaatcatat ttttgccaag 
tctggaaact actccttcat 
tcttccatta ttccctttga 
attccactgc tgatcccctc 
cgaagaagaa tcggggttga 
aagaaattta tgttgactca 
atttttaaga gtgagtctca 
ctcagcctct ttggaatcct 
ctatggttca cacgtccgac 
cagttttttc tgctgcccca 
cacatcaaga acgtgcctct 
gactggcagg ttctctacaa 
tccctgccgc agtccatcca 
caccatatcg ccagcctcat 
cgcttcacag tcctccccaa 
ggacttccca gtttccttac 



cagagcctcc aagctcatgg 
gagacctggg gcggcctcct 
ggccgaggag gaggaagtcg 
gtggaattca ggatacttgg 
catgccagat gccccagacc 
caatccccag tctgttgtta 
aaagcttgcc tcccaggagc 
tgtggatttt ggtctggaga 
cccagacgcc atgactgcca 
ctgcctcctc acacccccag 
ccaggttcga gcacttggag 
actggaagac tataatgtca 
tctggtgaac atagatcaag 
cccctcagtg tacaaagtgg 
caacagatgc cactgtaagt 
tcatgacctg ggggagctca 
gaatctggac atggctcaga 
gattctgaaa cgcatgaagt 
gactgtgtac agtgccctgg 
gctctttcgg gacattgccc 
tgggaaagta gtggactttg 
catagatcct gaaattgatg 
tgaggttgcc cgcaaggagc 
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1381 tggagaatct ggactcccgt attccttcat gcagtgtcat ctacatccct ctgattggct 
1441 tccttctttc tattccccgc ctgccttcca tggtagaggc cagtgacttt gagattaatg 
1501 gactggactt catgtttctc tcagaggaga agctgcacta tcgtagtgcc cgaaccaagg 
1561 agctggatgc attgctgggg gacctgcact gcgagatccg ggaccaggag acgctgctga 
1621 tgtaccagct acagtgccag gtgctggcac gagcagctgt cttaacccga gtattggacc 
1681 ttgcctcccg cctggacgtc ctgctggctc ttgccagtgc tgcccgggac tatggctact 
1741 caaggccgcg ttactcccca caagtccttg gggtacgaat ccagaatggc agacatcctc 
1801 tgatggaact ctgtgcccga acctttgtgc ccaactccac agaatgtggt ggggacaaag 
1861 ggagggtcaa agtcatcact ggacccaact catcagggaa gagcatatac ctcaaacagg 
1921 taggcttgat cacattcatg gccctggtag gcagctttgt gccagcagag gaggccgaaa 
1981 ttggggcagt agacgccatc ttcacacgaa ttcatagctg cgaatccatc tcccttggcc 
2 041 tctccacctt catgatcgac ctcaaccagg tggcgaaagc agtgaacaat gccactgcac 
2101 agtcgctggt ccttattgat gaatttggaa agggaaccaa cacggtggat gggctcgcgc 
2161 ttctggccgc tgtgctccga cactggctgg cacgtggacc cacatgcccc acagtctttg 
2221 tggccaccaa ctttctgagc cttgttcagc tacaactgct gccacaaggg cccctggtgc 
2281 agtatttgac catggagacc tgtgaggatg gcaacgatct tgtcttcttc tatcaggttt 
2341 gcgaaggtgt tgcgaaggcc agccatgcct cccacacagc tgcccaggct gggcttcctg 
24 01 acaagcttgt ggctcgtggc aaggaggtct cagacttgat ccgcagtgga aaacccatca 
2461 agcctgtcaa ggatttgcta aagaagaacc aaatggaaaa ttgccagaca ttagtggata 
2521 agtttatgaa actggatttg gaagatccta acctggactt gaacgttttc atgagccagg 
2581 aagtgctgcc tgctgccacc agcatcctct gagagtcctt ccagtgtcct ccccagcctc 
2641 ctgagactcc ggtgggctgc catgccctct ttgtttcctt atctccctca gacgcagagt 
2701 ttttagtttc tctagaaatt ttgtttcata ttaggaataa agtttatttt gaagaaagat 
2761 attgtttctt tagtctcaaa acaagagact aggaaagatc caaaacacag agcaggagtc 
2821 cacaggggaa cctgccctgc ctcagtaaaa atacagtgtt gttgctgtag gaagactccc 
2881 ggattctacc ccaggatact tcatgagaac gaaccccttc agagaggccc tacaaaacag 

2 941 attagaggga agacagaggg gtccaaggga gatggtctct cttctcaagt aggaacaccc 

3 001 cagcctcaga cagacacagc aggaaggggc ctgagaggct gacagaggca ggatgggtgc 
3 061 aaggcagggg tggaggggag ggaccagccc gggctgcacc agtgggagtg gctccaccct 
3121 tcccacctca gagccatggg gagccagggc tctggcgggg tgcccttggt gcaggctccc 
3181 tacacagtcc tgctgctgcc gctggggaca agccgccaag acccaggggc ccagagcttc 
3241 ttcctttggc tacgcaggat gcaggctctg gagagagaac aggatgccct gtggcagggt 
33 01 ctggagctgc tacagcatgg ccaggcctgg tttgaagacc atctgaggga ggcacagcga 
3361 cagcagctgc atctaggggc ccttggtgag aattttctaa cagatttaca ctcagagcct 
3421 ggtcgccccc cgttagccca gattcaaaag gtgaacatct gtttgcagaa tctgattcat 
3481 gagaagttct ccccaagtcc actgaacaag gctagttcct gcaccaccca ggattcaaag 
3 541 gaaagacgaa gggagcagaa cttgtggcag caacaggagt tgtcaaggca gcagaaagga 
3601 gtcacccagc caaaggagga gatggctcag cggggctgca ccaaggggcc aagaggccct 
3661 acccgtgtct aaaccctcct ctcactcccc taagcctggt gaaagagtca gaagccccag 
3721 gctccttttt ctgtttctta actcaacagc taaaaaatgg ctccaggtag tgagtcaatg 
3781 aagttcagac atgttggtgt aaagtttctc ctctgctcct gaaaacttca tcttcttggt 
3841 gtctcatgtc ctcattctcc cctatatgac atgcaaaaac gatctttctt tgaaatccct 
3 901 ctgggaagaa gcatgtttat tgaaactgtc cttcagcctt aaatacaaaa ataaaactga 
3961 aactgctcca gaaagcagct ttctccaaaa aaaaaaaa 
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